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AHHOmMayus. B HacToALLee BpeMA YCTaHOB/IEHO, YTO Ha TeppuTopumn BocTouHol EBponbl 06uTatoT ABa BUAA KO-
cy/b — eBponelickas (Capreolus capreolus Linnaeus, 1758) u cubupckas (C. pygargus Pallas, 1771). lpu 3Tom B pesy/ib-
TaTe UCKYCCTBEHHOIO M eCTECTBEHHOr0 pacce/leHnA Ha yqacTke oT lpaBobepeskHow Boarn o BocTouHol Moabim
chopmmrpoBanach 06/1acTb CUMMNATPUYECKOTO OBUTAHUA C BO3MOXHOM PasMbITON «rMOpUAHON 30HOM». Lienbto pa-
60Tbl 6bI/10 U3yHeHUE FeHETUYECKOrO CTaTyca U No/MMopdu3mMa MUTOXOHApHaabHoM AHK kocyab (Capreolus sp.),
A06bITBIX HAa TeppuTOpUK lMeH3eHcKoM 061acTn. MaTepuan gna paboTbl 6bl1 COBpaH B OXOTHUYBUX YrogbAx MeH3eH-
CKOM 06/1aCTH NPU HENOCPeACTBEHHOM y4acTUM YNpaB/IeHWA MO OXPaHe, HaA30pY U Pery/IMpoBaHUIO UCMO/b30BaHUA
XMBOTHOrO MMpPa MMUHUCTEPCTBA /IECHOIO, OXOTHUYbEro XO3AMCTBA M NMPUPOAONO/Ib30BaHUA eH3eHCKOoM obaacTu.
AHanuTM4ecKan BbIOOpKa cocTaBu/a 18 ocobeilt u3 pasHbix paltoHOB MeH3eHcKoM obaacTu. lpoBeaeH aHa M3 U3MeH-
YMBOCTM ABYX MAapKEPOB MUTOXOHAPUaNbHOM AHK — KOHTPO/IbHbINM peruoH (C-peruoH, D-loop) u ren Cyt b. CekBeHu-
poBaHue GpparMeHTOB KOHTPO/ILHOIO perroHa MUToxoHApuansHoi AHK (n = 18) ureHa Cyt b (n = 18) npoBogum Ha
cekBeHaTope ABI 3500 (Applied Biosystems). HykneoTugHble noc/ne4,0BaTe/IbHOCTU Bbl/IM U3YHeHb! C TOMOLLbIO MPO-
rpamm BioEdit 7.0 Mega7.0.21 PopArt n DnaSP 5.10.01. Bce pe3ybTaTbl 6bl/1M MPOBEPEHbI CTAaTUCTUHECKMMU TeCTamMU
(STATISTICA 13.3). AHa/IM3 HYK/I€OTUAHBIX NOC/1eA0BaTe/IbHOCTEN GparMeHTOB KOHTPO/bHOro peroHa (CR) u dpar-
MeHTa reHa Cyt b Kocy/ab 13 MeH3eHcKkoMn 06aacTu meTogom ML cBMAETe/IbCTBYIOT, YTO BCE OHM COOTBETCTBYIOT
MTAHK cnbupckoit kocyam (C. pygargus). Tosbko 2 o6pasiia no pparmeHTy reHa Cyt popmupyrom omoesbHyo 2an/0-
2pynny, He umes NpU SMoM NpAMOro ob6beanHeHnsa ¢ 0bpasuamu esponeiickolt kocym (C. capreolus). CpaBHeHue re-
HETUYECKMUX AUCTaHLMI GOPManM30BaHHbIX FPynn cMBUpPCKUX Kocyb (CP), eBponeiickux Kocy/b (CC) U Kocyb 13
MeH3eHcKoit 061acT (CPR) NoKasbiBaeT, YTO MO KOHTPO/IbHOMY PErMOHY AUCTaHLMA IPYMMbl MEH3EHCKMUX KOCY/1b MU-
HMMasnbHa ¢ rpynnon C. pygargus, a no reny Cyt b — ¢ rpynnoit C. capreolus. BbifaBneHHaA reHeTMYecKan AnCcTaHumA
MPOCTPaHCTBEHHbIX FPYNMUPOBOBK KOCY/Ib PErMOHa He MMEeT NPOCTPaHCTBEHHOM 06YC/10B/I@HHOCTU. [101y4eHbI no-
NIOXKWTe/IbHbIe 3Ha4YeHuA nokasates T'sD (1,221), CBUAETE/NbCTBYIOLLME O NPOXOXKAEHUM NpoLecca c1abbix Koneba-
HWIA 0OLLLe YUC/I@HHOCTU, CBA3aHHbIE C HEPABHOMEPHOW MHTEHCMBHOCTBIO OXOTHUYbEN 3KCM/yaTauum NonyAALmi Ko-
Cy/lb U MEPOMPUATHUIA NO BOCNPOU3BOACTBY. M3 Bcelt BbIGOPKM KOCy/b [eH3eHcKoM 0bnacTu wecTb raniotunos CR
MUTOXOHApUansHoM AHK (33,3 %) u wecTb ransotunos reHa Cyt b (42,8 %) ABAAIOTCA perMoHasibHO crneumudUyHbIMU.
AHanu3 BMAOBOWM MPUHAA/NEKHOCTU MO ABYM MWTOXOHAPWA/ZbHLIM MapKepam Kocy/b u3 [leHseHcKoln ob6s1acTy,
B 6o/blleli CcTeneHM AOCTOBEPHOCTU OMpeAeNAloWwmUin UX Kak CMOUPCKUX, Ha3BaTb OKOHYaTe/IbHbIM TPYAHO.
BepoATHO, Mbl CTa/ZIKMBAEMCA CO C/Ty4aAMUN MEXBUAO0BOrO CKPELLIMBaHUA ABYX BUA0B €BPa3sUACKUX KOCY/b UK dak-
TOM LMPOKOM MHTpOrpeccum mutoxoHapuanbHon AHK C. pygargus 8 abopuzeHHyto nonyaauuto C. capreolus.
Ans nposicHeHus 3mol cumyauyuu Heobxo0umo nposedeHue OONO/HUME/bHLIX 2eHeEMUYECKUX Ucc/1edos8dHull
C UCN0/1b308dHUEM S0ePHbIX MAPKEPOS, 8 MOM YuC/1e U MApKepos MukpocameanumHou AHK.
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Abstract. It has now been established that two species of roe deer live in Eastern Europe - the European (Capre-
olus capreolus Linnaeus, 1758) and the Siberian (C. pygargus Pallas, 1771). At the same time, as a result of artificial and
natural colonization, a zone of sympatric habitat with a possible blurred "hybrid zone" was formed in the area from
the Right Bank Volga to Eastern Poland. The purpose of the article was to study the genetic status and polymor-
phism of mitochondrial DNA of roe deer (Capreolus sp.) caught in the Penza region. The material for the article was
collected in the hunting grounds of the Penza region with the direct participation of the Department for the Protec-
tion, Supervision and Regulation of the Use of Wildlife of the Ministry of Forestry, Hunting and Nature Management
of the Penza Region. The analytical sample consisted of 18 individuals from different regions of the Penza region.
An analysis of the variability of two mtDNA markers was carried out: the control region (CR) and the Cyt b gene.
Sequencing of fragments of the CR mtDNA (n = 18) and the Cyt b gene (n = 18) was performed on an ABI 3500 se-
quencer (Applied Biosystems). Nucleotide sequences were studied using BioEdit 7.0, Mega7.0.21, PopArt and DnaSP
5.10.01 software. All results were verified by statistical tests (STATISTICA 13.3). Analysis of the nucleotide sequences
of fragments of the control region (CR) and a fragment of the Cyt b gene of roe deer from the Penza region using
the ML method indicates that they all correspond to the mtDNA of the Siberian roe deer (C. pygargus). Only 2 sam-
ples of the cytochrome b gene fragment form a separate haplogroup, without a direct association with samples of
the European roe deer (C. capreolus). Comparison of genetic distances of formalized groups of Siberian roe deer
(CP), European roe deer (CC) and roe deer from the Penza region (CPR) shows that for the control region the dis-
tance of the Penza roe deer group is minimal with the C. pygargus group, and for the Cyt b gene — with group of
C. capreolus. The identified genetic spatial groupings of roe deer in the region are not spatially determined. The
obtained positive values of the T'sD indicator (1.221) reveal the process of weak fluctuations in the total number
associated with the uneven intensity of hunting exploitation of roe deer populations and reproduction activities. Of
the entire sample of roe deer in the Penza region, 6 CR mtDNA haplotypes (33.3 %) and 6 haplotypes of the Cyt b
gene (42.8 %) are regionally specific. The analysis of species identity based on two mitochondrial markers of roe deer
from the Penza region, which most reliably identifies them as Siberian, can hardly be called definitive. We are prob-
ably faced with cases of interspecific crossing of two species of Eurasian roe deer or the fact of widespread intro-
gression of C. pygargus mtDNA into the aboriginal population of C. capreolus. To clarify this situation, it is necessary
to conduct additional genetic studies using nuclear markers, including microsatellite DNA markers.
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